Figure S3. Taxonomy of the Indian and Swedish lakes. (a) Proportion of SSU sequences annotated as
Archaea, Bacteria, Eukaryota, Chloroplast, Mitochondria or Unknown by Metaxa. (b) Relative
abundance of the most prevalent phyla (> 1% in at least one of the lakes) in the two lakes. (c) Relative
abundance of taxonomic families constituting more than 1% of the SSU rRNAs in at least one of the
lakes.
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